1. Natural Killer (NK) Cells {#sec1-cancers-12-00893}
============================

Natural killer (NK) cells are innate lymphoid cells that play a key role in the innate response to viral infection and cancer \[[@B1-cancers-12-00893],[@B2-cancers-12-00893]\]. Unlike T cells, NK cells distinguish viral-infected and cancer cells from their healthy counterparts through an array of germline-encoded activating and inhibitory receptors. Inhibitory receptors prevent NK cell activation and the subsequent killing of healthy cells via binding to surface self-proteins such as ubiquitously expressed major histocompatibility complex class I molecules (MHC-I). The loss of surface expression of these molecules, which is frequently caused by viral infection or malignant transformation, results in "missing self recognition" by NK cells, and leads to NK cell activation and the killing of target cells \[[@B3-cancers-12-00893]\]. Inhibitory receptors that recognize MHC class I molecules, such as Killer cell immunoglobulin-like receptors (KIRs) and the heterodimer CD94-Natural Killer Group 2A (NKG2A), have been more extensively studied \[[@B4-cancers-12-00893],[@B5-cancers-12-00893],[@B6-cancers-12-00893]\]. Programmed cell death 1 (PDCD1, best known as PD-1) and other immune checkpoints receptors may inhibit NK cell activation, particularly in viral infection and cancer \[[@B6-cancers-12-00893],[@B7-cancers-12-00893],[@B8-cancers-12-00893],[@B9-cancers-12-00893]\]. Activating receptors, including Natural killer group 2D (NKG2D), DNAX accessory molecule-1 (DNAM-1) and the natural cytotoxicity receptors NKp46, NKp44 and NKp30, recognize inducible ligands that are specifically upregulated on infected, cancer and stressed cells \[[@B4-cancers-12-00893],[@B5-cancers-12-00893],[@B10-cancers-12-00893],[@B11-cancers-12-00893],[@B12-cancers-12-00893]\]. NKG2D is the most extensively studied NK cell activating receptor and binds to a group of stress-inducible ligands termed MHC class I polypeptide-related sequence A and B (MICA and MICB) and UL16 binding proteins (ULBP1-6) \[[@B10-cancers-12-00893],[@B11-cancers-12-00893]\]. NKG2D ligands are restrictedly expressed in healthy cells, but their expression is induced in response to signaling pathways commonly associated with transformation and viral infection. Thus, DNA damage, oxidative stress or proliferative stress signaling pathways induce the expression of NKG2D ligands, initiating an immune response against the target cells \[[@B10-cancers-12-00893],[@B13-cancers-12-00893],[@B14-cancers-12-00893]\]. A positive balance of signals provided by activating and inhibitory receptors promotes NK cell activation, resulting in target cell elimination via the exocytosis of cytotoxic granules containing perforin and granzymes. Target cells may also be killed by a second pathway involving Fas ligand (FasL) and tumor necrosis factor (TNF)-related apoptosis-inducing signals \[[@B4-cancers-12-00893]\]. Additionally, human NK cells express FcγRIIIa receptor (also known as CD16), which recognizes IgG~1~ and IgG~3~ human antibodies, hence allowing the NK cell-mediated elimination of IgG-opsonized cells through the release of their cytotoxic granules, a process referred to as antibody-dependent cellular cytotoxicity (ADCC). ADCC has been shown to contribute to defense against viral infection and the therapeutic efficacy of some monoclonal antibodies (mAbs) widely used to treat cancer, such as rituximab. It has also been reported that some immune checkpoint inhibitors, such as ipilimumab, may also trigger ADCC \[[@B5-cancers-12-00893],[@B12-cancers-12-00893],[@B15-cancers-12-00893],[@B16-cancers-12-00893]\]. The activity of NK cells is regulated by type I interferons and cytokines (see below), and NK cells also regulate the innate and adaptive immune responses through the secretion of cytokines, such as interferon-gamma (IFN-γ), with potent anti-viral and anti-tumor activities \[[@B4-cancers-12-00893]\]. However, the poor infiltration of NK cells into solid tumors, changes in activating/inhibitory signaling and the tumor microenvironment decrease the NK-mediated killing of malignant cells.

2. NK Cell-Based Therapies {#sec2-cancers-12-00893}
==========================

Immunotherapy has been a recent major breakthrough in cancer treatment. Despite most of the current cancer immunotherapies being focused on T cells, NK cells are being increasingly considered to be a key target of immunotherapy (as recently reviewed in \[[@B17-cancers-12-00893],[@B18-cancers-12-00893]\]) ([Table 1](#cancers-12-00893-t001){ref-type="table"}). For example, their ADCC function can contribute to the cytotoxic effects of different mAbs used in the therapy of many cancers, especially, but not limited to, those of hematological origin \[[@B18-cancers-12-00893],[@B19-cancers-12-00893],[@B20-cancers-12-00893],[@B21-cancers-12-00893]\]. Rituximab (a mAb specific to the B cell marker CD20), trastuzumab (anti-ErbB2/HER2 mAb) and cetuximab (an anti-EGFR mAb) have proved marked efficacies in the treatment of various solid and hematological tumors \[[@B22-cancers-12-00893]\]. In fact, more than a million patients have been treated with rituximab over two decades. Several mechanisms of action account for the clinical activity of these cytotoxic mAbs, including ADCC, the direct apoptosis of tumor cells and complement-dependent cytotoxicity (CDC) \[[@B23-cancers-12-00893]\]. The relative contribution of these mechanisms of action to the therapeutic efficacy of rituximab and other mAbs has not been fully established, although ADCC is thought to be the main mechanism underlying their efficacies \[[@B24-cancers-12-00893]\]. Recently, a new generation of NK cell-activating antibodies has been developed \[[@B25-cancers-12-00893]\]. Particularly, bispecific and trispecific killer cell engagers (BiKEs and TRiKEs) that stimulate NK cells against one or more tumor antigens are promising agents that are in preclinical and initial clinical studies \[[@B25-cancers-12-00893],[@B26-cancers-12-00893],[@B27-cancers-12-00893]\]. Similarly, novel mAbs that block NK cell-expressed checkpoint proteins and inhibitory receptors---including PD-1/PD-L1, NKG2A-HLA-E, Tim-3, LAG-3, TIGIT and CD96---are under preclinical and clinical evaluation \[[@B8-cancers-12-00893],[@B18-cancers-12-00893],[@B28-cancers-12-00893],[@B29-cancers-12-00893],[@B30-cancers-12-00893],[@B31-cancers-12-00893],[@B32-cancers-12-00893],[@B33-cancers-12-00893]\].

The therapeutic effect of hematopoietic stem cell transplantation (HSCT) mainly relies on the allogenic immune response against the cancer cells exerted by the donor's T and NK cells \[[@B34-cancers-12-00893]\]. Outstanding clinical responses are observed in patients with acute myeloid leukemia (AML) upon transplantation from KIR/MHC class I mismatched donors, hence evidencing that HSCT may fully unleash the anti-tumor potential of NK cells \[[@B35-cancers-12-00893]\]. HSCT may be refined by the direct adoptive transfer of autologous or allogenic NK cells \[[@B18-cancers-12-00893]\]. The redirection of NK cells using chimeric antigen receptor (CAR)-NK cells is another alternative for boosting NK cell therapeutic efficacy. CAR-NK cells targeting several types of tumors, employing both primary NK cells or NK-92 cell line as carriers, are currently being investigated in preclinical and initial clinical trials \[[@B36-cancers-12-00893]\].

The anti-tumor activity of NK cells may be potentiated by cytokines, particularly IL-2, which was initially considered to be a promising anti-neoplastic drug for its capacity to boost T cell and NK cell anti-tumor activity \[[@B37-cancers-12-00893]\]. Unfortunately, its toxicity, the IL-2-driven stimulation of regulatory T cells (Tregs) and its limited efficacy have restricted the clinical use of this cytokine in tumor immunotherapies, and efforts have been made to improve its efficacy by combining it with other anti-cancer regimens and therapies \[[@B37-cancers-12-00893]\]. Cytokines that activate NK cells without stimulating Treg cells---including IL-12, IL-15, IL-18 and IL-21---have great potential to be harnessed in cancer therapy \[[@B38-cancers-12-00893]\]. In particularly, IL-12 and IL-21 have demonstrated great potential to increase ADCC-mediated killing by NK cells in solid tumors \[[@B39-cancers-12-00893],[@B40-cancers-12-00893]\]. IL-15 is a cytokine that, like IL-2, strongly activates both NK cells and CD8 T cells, but inducing less immunosuppression and toxicity \[[@B41-cancers-12-00893]\]. Initial clinical trials involving the administration of IL-15 in monotherapy or in combination with NK cells or chemotherapy in patients with hematological and solid tumors are currently ongoing. These include the IL-15 receptor agonist ALT-803 which has recently shown encouraging clinical results in advanced solid tumors in a phase I clinical trial (NCT01727076). Clinical trials using recombinant IL-15 in combination with, for example, CAR-NK/T cell, checkpoint blockade and haploidentical donor NK cell infusion-based therapies, are currently ongoing (source: <http://clinicaltrials.org>) \[[@B42-cancers-12-00893],[@B43-cancers-12-00893]\].

The immunomodulatory drugs (IMiDs) lenalidomide and pomalidomide display both direct anti-neoplastic activity on hematological cancer cells and a modulatory effect on multiple immune cell types, including NK cells \[[@B44-cancers-12-00893],[@B45-cancers-12-00893]\]. Despite the fact that the real contribution of such different mechanisms to the therapeutic activity of these drugs remains to be fully established, the role of NK cells appears to be relevant \[[@B45-cancers-12-00893],[@B46-cancers-12-00893]\]. Indeed, lenalidomide markedly increases NK cell activation and proliferation through the induction of IL-2 production by CD4 T cells in chronic lymphocytic leukemia (CLL) \[[@B46-cancers-12-00893],[@B47-cancers-12-00893]\]. Also, lenalidomide increases NK cell numbers, promotes the expression of activating receptors, such as CD16, and reduces that of checkpoint receptors, thus enhancing NK cell-mediated cytotoxicity and ADCC \[[@B45-cancers-12-00893],[@B46-cancers-12-00893],[@B48-cancers-12-00893],[@B49-cancers-12-00893],[@B50-cancers-12-00893]\]. Moreover, lenalidomide increases the expression of NKG2D and DNAM-1 ligands (MICA and PVR) in multiple myeloma \[[@B51-cancers-12-00893]\]. These effects support the combination of IMiDs with cytotoxic mAbs, such as rituximab, as a potential therapeutic strategy to be harnessed. Noteworthily, a number of anti-neoplastic molecules that possibly influence NK cell activation or NK--tumor cell interactions have been proposed in these latter years, so elucidating the possible synergistic effects of anti-neoplastic drugs and NK cells currently represents an interesting field of investigation \[[@B52-cancers-12-00893]\].

3. Are NK Cells Suitable Targets for Immunotherapy? {#sec3-cancers-12-00893}
===================================================

NK cells should be tested as a potential alternative for cancer immunotherapy owing to their potent cytotoxic activity that may target cancer cells in an MHC- and antigen-unrestricted manner. Thereby, they can be used as donors for immunotherapy \[[@B53-cancers-12-00893]\]. Furthermore, the expression of CD16 on NK cells supports their combination with ADCC-promoting mAbs. Along with this potent anti-tumor activity, NK cells may have some potential advantages over T cell-based therapies. Thus, the so-called "cytokine storm" or "cytokine release syndrome" associated with excessive T cell activation may be fatal, and it is largely mediated by the production of pro-inflammatory cytokines by T cells. Conversely, NK cells produce cytokines, including IFN-γ and GM-CSF, with lower toxicity profiles than those produced by T cells \[[@B53-cancers-12-00893]\]. NK cells are short lifespan cells, and NK cell-based therapies, such as those using CAR-NK cells, are not expected to be associated with long-term problems, such as the risks of autoimmunity or malignant transformation that are characteristic of CAR-T cells \[[@B53-cancers-12-00893]\]. In a similar line of evidence, a major complication of HSCT is the development of the so-called graft-versus-host disease (GvHD) that is caused by allogenic T cells. NK cells recover quickly after HSCT and do not cause GvHD, representing an attractive means to improve therapeutic efficacy without increasing toxicity \[[@B54-cancers-12-00893],[@B55-cancers-12-00893]\]. However, NK cells have some drawbacks as targets for immunotherapy. Despite some encouraging reports of clinical efficacy, infused NK cells showed limited expansion, persistence and capability of infiltrating solid tumors in vivo, which are major determinants of the clinical response \[[@B17-cancers-12-00893],[@B18-cancers-12-00893],[@B56-cancers-12-00893],[@B57-cancers-12-00893]\]. In order to enhance their expansion and activation, NK cells need to be pre-activated with cytokines or feeder cells ([Table 1](#cancers-12-00893-t001){ref-type="table"}) \[[@B58-cancers-12-00893]\]. For instance, clinical responses have been improved by the pre-activation of NK cells with IL-12, IL-15 and IL-18 to generate the so-called cytokine-induced memory-like (CIML) cells \[[@B59-cancers-12-00893]\]. Following the same line, cytokine-induced killer (CIK) cells have been generated by the ex vivo expansion of peripheral blood mononuclear cells (PBMCs) with cytokines, resulting in cells with features mixed between those of cytotoxic T cells and NK cells \[[@B60-cancers-12-00893]\]. CAR-NK cells also show a low persistence, cytotoxicity and capacity to infiltrate tumors in vivo. To improve proliferation and persistence, several strategies are being pursued, including the development of CAR-NK cells expressing IL-15, which are under clinical evaluation (NCT03056339). Alternatively, NK cell-derived cell lines, such as NK-92, have been studied as a source of highly active NK cells. The use of CAR NK-92 cells may have certain advantages, such as their lower production cost when compared with CAR-T cells (under good manufacturing practices conditions), their high cytotoxic activity against a broad spectrum of malignant cells, their ADCC-mediated killing capability (only in the NK92 cell line previously transfected with the gene encoding CD16) and their lack of inhibitory receptors \[[@B61-cancers-12-00893],[@B62-cancers-12-00893]\]. Nevertheless, there are some limitations that need to be addressed to make them more suitable for anti-cancer therapy. CAR NK-92 cells have to be irradiated to prevent their expansion, inducing a short life, decreased anti-tumor activity and IFN-γ production, and a lack of certain inhibitory KIRs that may induce GvHD \[[@B63-cancers-12-00893],[@B64-cancers-12-00893],[@B65-cancers-12-00893]\]. Finally, NK cells are difficult to obtain, expand and manipulate, as they show rather low transfection efficiencies, even when viral vectors are used \[[@B66-cancers-12-00893]\]. Overall, NK cells are promising targets for immunotherapy; however, many issues regarding the procedures for manipulation, activation and expansion need to be addressed to fully harness their anti-tumor potential.

4. Resistance to NK Cell Therapy {#sec4-cancers-12-00893}
================================

Resistance may be defined as a lack of response to therapy (intrinsic resistance) or as disease progression after an initial clinical benefit (acquired resistance). The incidence of resistance is difficult to evaluate and may vary significantly depending on its definition \[[@B67-cancers-12-00893]\]. Nevertheless, it has been roughly established that 30--60% of patients with indolent non-Hodgkin lymphoma (NHL) are resistant to rituximab, 70% of patients with HER2-positive breast cancers show intrinsic or secondary resistance to trastuzumab and only 15--20% of patients with head and neck cancer respond to cetuximab \[[@B67-cancers-12-00893],[@B68-cancers-12-00893]\]. Despite being investigated for over two decades, the mechanisms of tumor resistance to rituximab remain poorly understood. Nevertheless, mechanisms of resistance that hamper the three major pathways of rituximab's action―ADCC, CDC and the induction of apoptosis―have been reported \[[@B67-cancers-12-00893]\]. Similarly, resistance to cetuximab has been reported in colorectal cancer and head and neck cancer, causing low objective response rates Primary and acquired resistance have been associated with many aspects of cetuximab's biology, including receptor internalization, genetic polymorphisms in the EGFR gene and mutations in the KRAS gene, affecting both the ability of cetuximab to block EGFR-mediated signal transduction and ADCC \[[@B69-cancers-12-00893],[@B70-cancers-12-00893]\]. Further, mAbs share resistance mechanisms with other anti-cancer drugs, including altered pharmacokinetics, deregulated metabolism and reduced diffusion into the tumor site. Nevertheless, in this review, we only focus on those mechanisms specifically involved in cancer resistance to the NK cell-mediated immune response ([Figure 1](#cancers-12-00893-f001){ref-type="fig"}). Overall, the genetic background of the individual, which modulates the biology of NK cells; the resistance of cancer cells to apoptosis; and a complex interaction between cancer cells and the immune system, which limits the cancer's immunogenicity and promotes immunosuppression---are major determinants of the resistance to/efficacy of NK cell therapy.

4.1. The Genetic Background {#sec4dot1-cancers-12-00893}
---------------------------

Despite the ongoing discovery of genetic variants associated with immunodeficiency and susceptibility to autoimmune disease and infection, the genetic control of the human immune system, particularly under homeostatic conditions, remains poorly understood \[[@B71-cancers-12-00893],[@B72-cancers-12-00893]\]. Genetic approaches have led to the identification of genes that modulate NK cell development, recognition and cytotoxicity, which are likely to influence NK cell therapy \[[@B71-cancers-12-00893],[@B72-cancers-12-00893]\]. For instance, the proportion of NK cells varies between individuals, representing 5--15% of circulating lymphoid cells, and such variation is, in part, heritable \[[@B73-cancers-12-00893],[@B74-cancers-12-00893]\]. Genome-wide association studies (GWAS) and functional studies have demonstrated the association between a 17q12 allele (rs9916629C) with a lower level of NK cells in the peripheral blood, an altered distribution of NK cell subsets with a lower proportion of cytotoxic CD56^dim^ NK cells, and altered ADCC \[[@B73-cancers-12-00893],[@B75-cancers-12-00893]\]. A limited cytotoxic activity of peripheral blood lymphocytes has been associated with an increased cancer risk in an 11-year follow-up study \[[@B76-cancers-12-00893]\], and reduced NK cell numbers and function have also been associated with poorer outcomes in patients with follicular lymphoma (FL) and diffuse large B cell lymphoma (DLBCL) that are receiving anti-CD20 based immunotherapies \[[@B77-cancers-12-00893]\]. Furthermore, low levels of infiltrating NK cells have been correlated with local recurrence in patients with colorectal cancer, as well as with the response to treatment and prognosis in breast cancer \[[@B78-cancers-12-00893],[@B79-cancers-12-00893],[@B80-cancers-12-00893]\]. Similarly, a decreased CD16 expression on NK cells and an impaired ADCC activity in patients with DLBCL at diagnosis were also observed \[[@B81-cancers-12-00893]\]. Nevertheless, in spite of the fact that low NK cell numbers and activity have been associated with a hampered efficacy of NK cell-based therapies \[[@B17-cancers-12-00893],[@B18-cancers-12-00893]\], the genetic influence in this scenario remains to be established.

Some genetic polymorphisms involved in the regulation of NK cell functions have been associated with the efficacy of NK cell therapies. A nucleotide substitution in the *FCGR3A* gene (the gene encoding FcγRIIIa receptor) (rs396991; T \> G) results in valine or phenylalanine expression at amino acid 158 (V158F). Individuals with valine at position 158 show a higher affinity for rituximab, an augmented NK cell-mediated ADCC activity \[[@B82-cancers-12-00893]\] and better clinical responses to rituximab in FL \[[@B83-cancers-12-00893],[@B84-cancers-12-00893]\], Waldenström macroglobulinemia \[[@B85-cancers-12-00893]\], and DLBCL patientstreated with rituximab plus CHOP (R-CHOP) \[[@B86-cancers-12-00893]\]; although the presence of valine at position 158 does not predict clinical responses in CLL \[[@B87-cancers-12-00893]\]. Furthermore, *FCGR3A* polymorphisms are involved in CD16 transcription and protein expression, hence influencing NK cell-mediated ADCC \[[@B82-cancers-12-00893],[@B88-cancers-12-00893]\]. *FCGR3A* (V158F) polymorphism exerts similar effects on the effectiveness of trastuzumab-based therapies \[[@B89-cancers-12-00893],[@B90-cancers-12-00893]\] and cetuximab-mediated ADCC, as well as other cetuximab-based therapies \[[@B91-cancers-12-00893],[@B92-cancers-12-00893]\]. These observations have led to the development of novel glycol-engineered humanized anti-CD20 antibodies, such as obinutuzumab, with higher affinities for CD16 \[[@B93-cancers-12-00893]\]. Preclinical and clinical data have shown an increased anti-tumor efficacy of obinutuzumab compared to that of rituximab in CLL and indolent lymphomas, albeit clinical data are still preliminary and based on higher doses of obinutuzumab \[[@B23-cancers-12-00893],[@B94-cancers-12-00893]\].

In the context of HSCT, clinical experience shows that allogenic NK cells are more efficacious than autologous NK cells, as they may take advantage of the "missing-self" recognition due to the lack of KIR-HLA class I interaction. *KIR* genes are highly polygenic and polymorphic, with different numbers of activating and inhibitory *KIR* genes in different individuals, each of them varying in expression and functional activity \[[@B95-cancers-12-00893]\]. *KIR* (chromosome 19) and *HLA class I* (chromosome 6) genes segregate independently, which results in variable KIR-HLA class I combinations in individuals. To establish self-tolerance, the inhibitory KIRs and HLA class I alleles of each individual constitute the NK cell repertoire during development. Thus, the engagement of inhibitory KIRs with self HLA-I molecules educates or "licenses" NK cells for function \[[@B95-cancers-12-00893]\]. KIR-HLA class I combinations significantly affect NK cell activity, ADCC and prognosis \[[@B96-cancers-12-00893],[@B97-cancers-12-00893]\], and they have a significant impact on infection outcomes and autoimmune disease susceptibility \[[@B72-cancers-12-00893]\]. In the same line of evidence, *KIR* polymorphisms and HLA class I alleles have been shown to be involved in the efficacy of anti-GD2 mAb-based therapy in children with high-risk neuroblastomas \[[@B96-cancers-12-00893],[@B98-cancers-12-00893]\] and in the efficacy of rituximab in FL \[[@B99-cancers-12-00893]\]. Notably, the influence of KIR/HLA interactions has been shown to act in synergy with the effect of *FCGR3A* (V158F) single nucleotide polymorphisms in NK cells \[[@B100-cancers-12-00893]\]. *KIR* and HLA class I genes also play a key role in the efficacy of HSCT. Patients with AML lacking KIR ligands in T cell-depleted haploidentical donors exhibited a reduced risk of leukemia relapse and GvHD, as well as increased overall survival \[[@B54-cancers-12-00893],[@B55-cancers-12-00893]\]. Contrarily, adverse effects of a KIR--ligand mismatch on overall survival in haploidentical HSCT and cord-blood transplants were observed \[[@B101-cancers-12-00893],[@B102-cancers-12-00893]\]. Specific KIR activating genes, such as *KIR3DS1*, have also been associated with less GvHD in allogeneic HSCT \[[@B103-cancers-12-00893]\], whereas others, such as *KIR2DS1*, protect from leukemia relapse \[[@B104-cancers-12-00893],[@B105-cancers-12-00893]\].

Despite the above-mentioned evidence, data regarding the genetic architecture that modulates NK cell life and function, and, especially, their implication in the efficacy of/resistance to NK cell-based therapies, are scarce. Some pieces of information clearly suggest that the genetic background of the individual may be an intrinsic determinant for the degree of NK cell therapy success. This matter clearly warrants further investigation.

4.2. Hallmarks of Cancer and Resistance to NK Cell Immunotherapy {#sec4dot2-cancers-12-00893}
----------------------------------------------------------------

In a seminal article, Hanahan and Weinberg defined common traits (\"hallmarks\") that govern the transformation of normal cells to tumorigenic cells \[[@B106-cancers-12-00893]\]. Some of these intrinsic hallmarks, especially the resistance to apoptosis, have a significant impact on the success of anti-cancer chemotherapies and immunotherapies. Practically all cancer cells inactivate key components of the apoptotic machinery, which allows them to survive under a variety of cell stressors including hypoxia, signaling imbalances, DNA damage and a loss of anchorage \[[@B106-cancers-12-00893]\]. Inactivation of the p53 pathway or other pro-apoptotic pathways, along with the activation of pro-survival oncogenic and anti-apoptotic pathways, deeply impacts the efficacy of chemotherapy. For instance, the overexpression of anti-apoptotic members of the Bcl-2 family is frequent in B cell NHL and predicts aggressive disease, chemotherapy resistance and a poorer prognosis \[[@B107-cancers-12-00893]\]. A overlap between resistance to chemotherapy and resistance to rituximab has been reported, suggesting common underlying mechanisms \[[@B108-cancers-12-00893]\]. Similarly, cell lines resistant to rituximab, trastuzumab and cetuximab have been generated in vitro by continuous long-term exposure to these drugs, showing a hyper-activation of pro-survival and anti-apoptotic proteins or a deficiency in the expression of pro-apoptotic proteins \[[@B109-cancers-12-00893],[@B110-cancers-12-00893],[@B111-cancers-12-00893],[@B112-cancers-12-00893],[@B113-cancers-12-00893],[@B114-cancers-12-00893],[@B115-cancers-12-00893],[@B116-cancers-12-00893]\]. Interestingly, resistance may be overcome with inhibitors of these survival pathways \[[@B112-cancers-12-00893]\].

The overexpression of X-linked inhibitor of apoptosis (XIAP), a potent caspase inhibitor member of the inhibitor of apoptosis proteins (IAP) family, is associated with aggressiveness and resistance to chemotherapy and targeted therapy in breast cancer and other malignancies \[[@B117-cancers-12-00893]\]. Its overexpression also drives the resistance to ADCC mediated by cetuximab and trastuzumab \[[@B118-cancers-12-00893]\]. These pro-apoptotic proteins are attractive targets to reduce resistance to NK cell therapies. Thus, the neutralization of IAP proteins by the overexpression of the Second Mitochondria-derived Activator of Caspases (SMAC) fusion protein greatly enhanced the susceptibility of tumor cells to killing by lymphokine-activated killer (LAK) cells \[[@B119-cancers-12-00893]\]. Similarly, resistance to NK cell killing may be overcome by using SMAC mimetics, a new class of targeted drugs that act as IAP antagonists. SMAC mimetics increase NK cell proliferation in vitro and in vivo \[[@B120-cancers-12-00893]\], increase cytotoxicity \[[@B121-cancers-12-00893],[@B122-cancers-12-00893],[@B123-cancers-12-00893],[@B124-cancers-12-00893]\] and overcome rituximab resistance in preclinical models of B cell lymphoma \[[@B125-cancers-12-00893]\]. Furthermore, SMAC mimetics sensitize sarcomas and hematological cancers to CIK cell adoptive therapy \[[@B126-cancers-12-00893],[@B127-cancers-12-00893]\] and they have also demonstrated clinical efficacy in mouse models of glioblastoma and osteosarcoma, alone or in combination with checkpoint blockade \[[@B128-cancers-12-00893],[@B129-cancers-12-00893]\].

Tumors are more than cancer cells; they are complex tissues that depend on a myriad of heterotypic interactions, with multiple cell types present in the tumor microenvironment. At the biochemical level, such an interdependence is manifested by the exchange of several oncogenic and trophic factors. These survival and anti-apoptotic signals from the microenvironment may also be critical regulators of therapy effectiveness. This is exemplified by the protection of CLL leukemia cells from rituximab-induced apoptosis in vitro provided by their direct contact with stromal cells \[[@B130-cancers-12-00893]\]. In vivo, B cells from blood appear to be more easily depleted by rituximab than B cells present in the lymph nodes and bone marrow \[[@B67-cancers-12-00893]\]. Moreover, B cells in the germinal centers of lymph nodes receive survival signals, rendering them more resistant to rituximab. In fact, NK cells are more efficient at eliminating blood cancer cells, small tumors and metastases than large solid tumors \[[@B17-cancers-12-00893],[@B18-cancers-12-00893],[@B57-cancers-12-00893]\]. This clearly means that the tumor microenvironment is a major barrier to the success of NK cell anti-tumor therapies. In most studies, low numbers and impaired function were observed in NK cells isolated from the primary tumor \[[@B57-cancers-12-00893]\]. This is mainly due to the accumulation of suppressive factors in the tumor microenvironment, which dampens NK cell anti-tumor activity and reduces the recruitment of NK cells into the tumor nest and their persistence \[[@B57-cancers-12-00893]\] (see below). A more profound knowledge of the complex interactions between NK cells and the tumor microenvironment in solid tumors will open new vistas for cancer therapy.

4.3. Immunoediting {#sec4dot3-cancers-12-00893}
------------------

Cancer immunosurveillance sculpts the immunogenic phenotype of tumors as they develop, leading to the development of cancer cells capable of evading the immune response \[[@B131-cancers-12-00893]\]. This process, referred to as immunoediting, encompasses three phases that are termed elimination, equilibrium and escape. Throughout these phases, the immunogenicity of the tumor is reduced and immunosuppressive mechanisms are acquired, both contributing to immune evasion \[[@B131-cancers-12-00893],[@B132-cancers-12-00893]\]. Evidence of NK cell immunoediting have been obtained from knockout mice lacking NKG2D, DNAM-1 and NKp46, which developed tumors with a higher expression of ligands of these activating receptors \[[@B133-cancers-12-00893],[@B134-cancers-12-00893],[@B135-cancers-12-00893]\]. NK cell immunoediting has even been evidenced in the absence of an adaptive immune system \[[@B136-cancers-12-00893]\]. There are a myriad of pieces of evidence showing that NK cells also sculpt the cancer phenotype in humans, which is particularly evident in the loss of ligands of NK cell activating receptors and the upregulation of inhibitory molecules in cancer cells \[[@B137-cancers-12-00893]\]. For instance, decreased NKG2D ligand expression, in particular, a reduction of MICA surface levels by proteolytic shedding, has been widely described and associated with advanced disease and a poor prognosis in different types of cancers \[[@B10-cancers-12-00893],[@B11-cancers-12-00893],[@B138-cancers-12-00893],[@B139-cancers-12-00893]\]. MICA expression was also shown to be an independent prognostic factor for survival in patients with gastric cancer who received adjuvant therapy combined with CIK \[[@B140-cancers-12-00893]\]. These data clearly suggest that cancer development in an immunocompetent individual generates tumors with a certain degree of intrinsic resistance to NK cell-mediated therapy. Consequently, treatments that revert these mechanisms of immune evasion may potentiate NK cell therapy. For instance, all-trans retinoic acid (ATRA) upregulates MICA expression when combined with CIK, enhancing the activity of cytotoxic lymphocytes in patients with lung adenocarcinoma \[[@B141-cancers-12-00893]\].

Despite of there are robust evidences about the effect of the immunoediting process on cancer cells, these cells also affect NK cells inducing a progressive loss of their cytotoxic capability and IFN-γ secretion \[[@B142-cancers-12-00893],[@B143-cancers-12-00893]\]. In particular, cancer stem cells (CSCs) may play a significant role in this process. CSCs represent a subpopulation of tumor cells highly resistant to chemotherapy and radiotherapy that have been classically thought to be susceptible to NK-cell mediated killing due to their low MHC class I expression \[[@B144-cancers-12-00893],[@B145-cancers-12-00893]\]. Accordingly, the efficacy of the NK cell targeting of CSCs has been demonstrated in several solid tumors in experimental models, including of colorectal cancer and melanoma \[[@B146-cancers-12-00893],[@B147-cancers-12-00893],[@B148-cancers-12-00893]\]. However, secretion of suppressor cytokines orshedding of soluble NKG2D ligands by CSCs may play a key role in decreasing NK cell-mediated cytotoxicity and IFN-γ secretion \[[@B149-cancers-12-00893],[@B150-cancers-12-00893]\].

The immunoediting process is also evident in the reduction of MHC class I molecules frequently observed in cancer cells that thereby prevents antigen recognition by T cells \[[@B151-cancers-12-00893]\]. To further avoid recognition by NK cells, cancer cells frequently upregulate the expression of the non-classical MHC class I molecules HLA-E (which binds to the inhibitory receptor NKG2A/CD94) and HLA-G (which binds, at least, to the inhibitory receptors ILT2, KIR2DL4 and CD160), mediating self-tolerance and inducing resistance to NK cell therapies \[[@B49-cancers-12-00893],[@B152-cancers-12-00893],[@B153-cancers-12-00893],[@B154-cancers-12-00893]\]. Furthermore, the NKG2A-HLA-E system plays a central role in NK cell-mediated immune evasion after allo-HSCT \[[@B153-cancers-12-00893],[@B155-cancers-12-00893]\]. In this context, monalizumab, a mAb that blocks NKG2A-HLA-E interaction, shows potent anti-tumor activity and may significantly enhance the NK cell-mediated graft vs. leukemia (GvL) effect \[[@B33-cancers-12-00893],[@B156-cancers-12-00893]\].

The loss or modulation of the target antigen as a consequence of the immunoediting process is one of the most obvious mechanisms of acquired resistance to NK cell-mediated ADCC. Thus, the downregulation of CD20 expression is a common mechanism of rituximab resistance \[[@B67-cancers-12-00893]\] as observed in lymphoma cells and patients repeatedly exposed to rituximab \[[@B157-cancers-12-00893],[@B158-cancers-12-00893],[@B159-cancers-12-00893]\]. The complete loss of CD20 after rituximab therapy is infrequent \[[@B67-cancers-12-00893]\], but multiple alterations in CD20 expression or structure have been identified including, but not limited to, mutations in *MS4A1*, the gene encoding CD20 \[[@B159-cancers-12-00893]\]; CD20 internalization \[[@B160-cancers-12-00893]\]; conformational changes in the CD20/rituximab complex on the cell membrane \[[@B161-cancers-12-00893]\]; the generation of tumor-derived exosomes that sequester antibodies and prevent ADCC \[[@B162-cancers-12-00893]\]; and the removal of rituximab/CD20 complexes from the cell surface by monocytes through the Fc receptor \[[@B163-cancers-12-00893]\]. In the same line of evidence, truncated forms of the HER2 receptor or the expression of other HER family members that enable alternative dimerization patterns have strongly been associated with resistance to trastuzumab \[[@B114-cancers-12-00893],[@B164-cancers-12-00893],[@B165-cancers-12-00893]\]. The dysregulation of the surface expression of EFGR is also associated with resistance to cetuximab \[[@B111-cancers-12-00893]\]. However, despite this accumulation of data, the underlying mechanisms remain to be established.

To conclude, the immunoediting process exerted during cancer transformation and progression leads to the rise of cancer clones resistant to immune attack. Those mechanisms of immune evasion acquired during cancer development in an immunocompetent individual broadly provide intrinsic resistance to immunotherapy \[[@B166-cancers-12-00893]\]. Immunotherapy additionally exerts a selection pressure on tumor cells, generating "escape mutants", clearly exemplified by the loss or modulation of CD20 expression in patients under rituximab therapy, which may further lead to the development of acquired resistance.

4.4. Immunosuppression {#sec4dot4-cancers-12-00893}
----------------------

In recent years, it has been well established that the development and progression of many malignancies are accompanied by immunosuppression, which often targets NK cells, both at the tumor site \[[@B2-cancers-12-00893],[@B167-cancers-12-00893],[@B168-cancers-12-00893],[@B169-cancers-12-00893],[@B170-cancers-12-00893]\] and at the systemic level \[[@B2-cancers-12-00893],[@B167-cancers-12-00893],[@B171-cancers-12-00893],[@B172-cancers-12-00893],[@B173-cancers-12-00893],[@B174-cancers-12-00893]\]. Tumor cells play a crucial role in this context, as they may both directly inhibit immune effector cell functions and contribute to the generation of a local suppressive microenvironment that hinders immune responses at the tumor site. The direct suppression of NK cells may be exerted by tumor cells in different ways, as follows. i) Cancer cells can release or express soluble immunomodulatory factors such as TGF-β, PGE~2~ and the enzyme Indoleamine 2,3-dioxygenase (IDO). TGF-β affects the metabolism of NK cells \[[@B175-cancers-12-00893]\] and reduces NKG2D and NKp30 expression \[[@B176-cancers-12-00893]\]. PGE2 inhibits NK cell differentiation, cytotoxicity and NKp44 and NKp30 expression, and may interfere with the NK cell-mediated recruitment of dendritic cells at the tumor site \[[@B177-cancers-12-00893],[@B178-cancers-12-00893]\]. IDO plays an immunosuppressive role by causing both tryptophan (Trp) shortage and increased production of the Trp catabolite kynurenine, which downregulates NKp46 and NKG2D expression \[[@B28-cancers-12-00893],[@B179-cancers-12-00893]\]. ii) Tumor cells may also express decoy ligands, capable of inhibiting the signaling of NK cell activating receptors, or even inducing their internalization from the NK cell surface. The soluble form of the extracellular matrix (ECM)-associated nidogen-1 glycoprotein (sNID1) and the β-galactoside binding protein galectin-3 have recently been described as decoy ligands for NKp44 and NKp30, respectively \[[@B180-cancers-12-00893],[@B181-cancers-12-00893]\]. Ligand shedding from the tumor cell surface represents another source of decoy ligands. For example, the proteases ADAM10 and ADAM17, expressed at the surfaces of different tumor cell types, may cleave the extracellular domains of the NKG2D ligands, MICA and MICB, and that of the NKp30 ligand, B7-H6 \[[@B182-cancers-12-00893],[@B183-cancers-12-00893]\]. iii) Tumor cells may suppress NK cells by expressing ligands for the so-called checkpoint inhibitory receptors, which are variably expressed by NK cells. PD-1 has been shown to be expressed in blood NK cells from patients with multiple myeloma, and in blood and tumor-associated NK cells from patients with renal and ovarian cancers \[[@B29-cancers-12-00893],[@B184-cancers-12-00893],[@B185-cancers-12-00893]\]. TIGIT, TIM-3 and LAG-3 represent additional checkpoint receptors for NK cells. Remarkably, all of them appear to play a role in the induction of functional exhaustion, which often characterizes tumor-associated NK cells \[[@B186-cancers-12-00893],[@B187-cancers-12-00893],[@B188-cancers-12-00893]\]. The cytokine-inducible SH2-containing protein (CIS), which controls IL-15 signaling in NK cells, has also been proposed as an intracellular checkpoint. Targeting the CIS encoding gene, *Cish*, resulted in an increased NK cell-dependent resistance to tumor initiation and metastases in mice. Moreover, combining Cish deficiency with targeted therapies or immune-control blockade therapies further improved the control of metastasis \[[@B189-cancers-12-00893]\]. Finally, IL-1R8 represents an additional checkpoint endowed with anti-inflammatory properties, and its inhibition increased NK cell anti-tumor responses in mice and the production of IFN-γ by human NK cells \[[@B190-cancers-12-00893]\].

Tumor cells may also induce several regulatory cells that inhibit NK cell function and, in solid tumors, also contribute to the generation of a suppressive microenvironment at the tumor nest. Tregs, myeloid-derived suppressor cells (MDSCs), tumor-associated macrophages (TAMs) and tumor-associated fibroblasts (TAFs) may inhibit NK cell function, either by releasing TGF-β, IL-4 and PGE2, or by contributing to the production of the suppressive factors kynurenine (via IDO) and adenosine (via CD39 and CD73) \[[@B191-cancers-12-00893],[@B192-cancers-12-00893]\]. In addition, the tumor microenvironment is frequently characterized by hypoxia, a condition that profoundly influences NK cells by affecting their metabolism, cytokine production, and expression and function of several activating receptors \[[@B193-cancers-12-00893],[@B194-cancers-12-00893],[@B195-cancers-12-00893]\]. Hypoxia may also indirectly target NK cells by favoring tumor cell transition into an NK cell-resistant phenotype and inducing PD-L1 expression on MDSC and tumor cells \[[@B196-cancers-12-00893],[@B197-cancers-12-00893],[@B198-cancers-12-00893]\]. The NK cell response to hypoxia is mediated by hypoxia-inducible factors (HIFs), and targeting HIF-1a on NK cells has been shown to inhibit tumor growth in an animal model \[[@B199-cancers-12-00893]\]. The low oxygen tension affects not only solid tumors, as the levels of hypoxia are also increased (and this increase plays a role)) in the bone marrow of patients with multiple myeloma or leukemia \[[@B200-cancers-12-00893]\]. However, whether hypoxia could effectively influence NK cell-mediated anti-tumor activity in hematological malignancies has not yet clearly been investigated.

Another important issue related to the tumor microenvironment regards the recruitment of effective NK cells at the tumor core. Different studies on tumor specimens and tissue arrays have revealed that the NK cell infiltrate is often limited, comprising poorly cytotoxic cells, such as those displaying the CD56^bright^CD16^dim^ phenotype (hereafter referred as CD56^bright^ cells) \[[@B2-cancers-12-00893],[@B201-cancers-12-00893]\]. In this context, the tumor microenvironment plays a role by influencing both the local chemokine milieu and the chemokine receptor expression on NK cells. Increased gene expression of chemokines attracting CD56^bright^ NK cells (CXCL9, CXCL10 and CCL19) has been shown in breast and lung tumor tissues, and it has been correlated with the presence of CD56^bright^ NK cells within the lymphocyte infiltrate \[[@B202-cancers-12-00893],[@B203-cancers-12-00893]\]. Hypoxia may also influence the surface expression of CCR7 and CXCR4 on CD56^bright^ NK cells, increasing their migration response to CCL19/21 and CXCL12 \[[@B195-cancers-12-00893]\]. CXCL12 is expressed by many tumor types and supports tumor survival, and, together with CCL19/21, also favors metastatic spread \[[@B204-cancers-12-00893],[@B205-cancers-12-00893],[@B206-cancers-12-00893]\]. Thus, hypoxia may promote the recruitment of poorly cytotoxic CD56^bright^ NK cells to primary tumor nests or metastases. Similarly, neuroblastoma cells have been shown to upregulate CXCR4 and CXCR3 on both CD56^dim^ and CD56^bright^ NK cells and to reduce CX~3~CR1 (which is important for NK cell extravasation) on CD56^dim^ NK cells viarelease of TGF-β. Finally, neuroblastoma cells have been shown to upregulate CXCR4 and CXCR3 and reduce CX~3~CR1 expression on NK cells via the release of TGF-β \[[@B207-cancers-12-00893]\]. In this case, the outcome of the overall chemokine receptor modulation is less clear-cut; however, the downregulation of CX~3~CR1 suggests that the recruitment of cytotoxic CD56^dim^ NK cells may be reduced in neuroblastoma lesions.

The most recent NK cell-based therapeutic approaches have been designed with the intent of overcoming or limiting many of these suppressive effects. However, this task still appears to be rather challenging, as a single tumor type may avoid the activity of NK cells by multiple, and often concurrent mechanisms, that are either redundant or affect different aspects of NK cell biology. Targeting tumor cells via NK cell-mediated ADCC is promising, as this function appears to be poorly influenced by hypoxia or TAFs, as both hypoxia and TAFs appear to have no influence on the expression and function of CD16 in vitro \[[@B178-cancers-12-00893],[@B194-cancers-12-00893],[@B208-cancers-12-00893]\]. However, other suppressive mechanisms may limit its efficacy. For example, TGF-β can inhibit NK cell-mediated IFN-γ production and ADCC \[[@B209-cancers-12-00893]\]. In this regard, its role in inducing CD16 downregulation and inhibiting of cetuximab-mediated ADCC has been reported in patients with esophageal squamous cell carcinoma \[[@B210-cancers-12-00893],[@B211-cancers-12-00893],[@B212-cancers-12-00893]\]. Complement activation may represent an additional mechanism of resistance, asdepletion of the C3 component increased NK cell-mediated ADCC against rituximab-coated target cells and improved the efficacy of antibody therapy in an in vivo model \[[@B213-cancers-12-00893]\]. Further, NK cells from patients treated with rituximab showed a CD16 downregulation that could last up to 48 hours post infusion \[[@B214-cancers-12-00893]\]. In line with this observation, CD16 stimulation may induce either receptor internalization or shedding on NK cells via ADAM17 \[[@B214-cancers-12-00893],[@B215-cancers-12-00893]\]. Along these lines, strategies targeting tumor ADAMs may synergize with ADCC, although it is still debated whether ADAM17-mediated CD16 cleavage could induce NK cell detachment from the target cell and eventually favor tumor escape. NK cell-mediated ADCC may also be dampened by the engagement of checkpoint receptors, such as PD-1, or inhibitory HLA-specific receptors, as the interaction with NK cells could even induce tumor cells to increase the expression of HLA class I molecules, including HLA-G and HLA-E \[[@B216-cancers-12-00893]\]. The combined use of mAbs targeting tumor antigens (e.g., EGFR) and NKG2A have been proposed as a novel approach to increase both NK cell-mediated ADCC and the T cell responses of NKG2A+ T cells \[[@B217-cancers-12-00893]\]. A further increase of CD16-mediated NK cell activation may be obtained by using multifunctional NK cell engagers that have been shown to enhance ADCC efficiency. Thus, a trifunctional engager (targeting CD16, NKp46 and a tumor Ag) has been shown to drive NK cell-mediated anti-tumor activity in mouse models of both invasive and solid tumors \[[@B218-cancers-12-00893]\]. A trifunctional molecule combining IL-15 with CD16 and CD33 engagers has also been constructed to support NK cell response in myelodysplastic syndrome (MDS) \[[@B219-cancers-12-00893]\]. This molecule, besides stimulating NK cell effector function, also promotes NK cell proliferation, but, remarkably, without inducing the IL-15-related upregulation of the checkpoint receptor TIGIT. This was an important issue, as TIGIT suppresses NK cells via interaction with MDSC in MDS.

MDSCs have also been demonstrated to interfere with the anti-leukemic activity of NK cells in αβT cell and B cell HLA-haploidentical HSCT \[[@B220-cancers-12-00893]\]. This type of HSCT is used to treat leukemic patients lacking an HLA-compatible donor. Mobilized HSCs are depleted of B and αβT cells, but contain the donor's NK cells and γδT cells that may support anti-leukemia activity in the early stages of transplantation. Remarkably, a significant proportion of polymorphonuclear (PMN)-MDSC cells may be observed among the myeloid cells present in these HSC grafts. These PMN-MDSC cells appear to suppress mature NK cells, but, seemingly, had limited effects on the maturation of NK cells from HSCs. Other regulatory cells may play a crucial role in the resistance to NK cell therapies. For instance, Tregs, which can undergo IL-2-driven expansion in vivo \[[@B221-cancers-12-00893],[@B222-cancers-12-00893]\], may be responsible for the frustrating results obtained in clinical studies combining rituximab with low-intermediate doses of IL-2 to promote NK cell expansion and increased ADCC \[[@B221-cancers-12-00893]\]. Similarly, cetuximab treatment increased the frequency of CTLA-4+ Tregs that suppressed cetuximab-induced ADCC and correlated with poor clinical outcomes \[[@B223-cancers-12-00893]\].

Checkpoint inhibitors may rescue NK cells from exhaustion, unleashing their response and their ADCC activity \[[@B188-cancers-12-00893],[@B190-cancers-12-00893],[@B224-cancers-12-00893]\]. However, it should be considered that blocking one type of receptor--ligand pair may not be always sufficient due to the presence of multiple receptor--ligand pairs within the tumor with variable tissue and immune cell distributions. This is suggested by a multiplexed expression analysis of PD-1, TIM3 and LAG-3 in NSCLC, indicating a negative association between high LAG-3 expression and sensitivity to PD-1 axis blockade \[[@B225-cancers-12-00893]\]. PD-L1 expression has also recently been shown to be induced on NK cells, providing a possible explanation for the clinical response to PD-1 inhibition in patients bearing PD-L1-negative tumor \[[@B226-cancers-12-00893]\]. Checkpoint blockade-based therapy has been observed to increase the tumor regression induced by radiotherapy \[[@B214-cancers-12-00893]\]. For decades, the so-called abscopal effect was observed in a low percentage of patients treated with radiotherapy. This phenomenon refers to the regression of tumors outside of the focus of radiotherapy treatment due to, at least in part, the exposure and recognition of neoantigens by the immune system. The combination of checkpoint blockade and radiotherapy has shown encouraging results in patients with hematological malignancies and solid tumors, such as metastatic melanoma and breast cancer \[[@B227-cancers-12-00893],[@B228-cancers-12-00893],[@B229-cancers-12-00893],[@B230-cancers-12-00893]\].

5. Conclusions {#sec5-cancers-12-00893}
==============

Immunotherapy has been a major breakthrough in cancer. Owing to their rapid and potent cytotoxic activity, NK cells may be efficient targets for cancer immunotherapy. The expansion, persistence and capability of NK cells to infiltrate solid tumors in vivo seem to be key factors influencing the clinical response. Thus, different therapeutic strategies and procedures are being employed to boost the anti-tumor activity of NK cells. Despite some encouraging clinical results, especially in hematologic malignancies, a high degree of resistance to NK cell-based therapies has often been reported. These mechanisms of resistance may significantly vary according to therapy and disease, but there are common determinants affecting the efficacy of/resistance to NK cell therapy. The genetic profile, which mainly determines the functional activity of NK cells; the biology of the cancer cells; the tumor microenvironment; and their complex interactions with the immune system are common factors influencing resistance to NK cell therapy. This clearly means that therapy efficacy and resistance are specific to a particular patient and disease, suggesting that the selection of suitable patients is crucial for the success of immunotherapy. Furthermore, the concept that multiple concomitant escape mechanisms may contribute to resistance is driving studies towards the design of complex therapeutic strategies to avoid immunosuppression, to increase tumor cell susceptibility to NK cell attack, and to produce long-lasting effective NK cell effectors \[[@B52-cancers-12-00893],[@B59-cancers-12-00893],[@B231-cancers-12-00893],[@B232-cancers-12-00893]\]. In this view, multiple therapeutic tools---including cytokines or cytokine-based agonists, anti-cancer drugs, multifunctional NK cell engagers, checkpoint inhibitors, CAR-NK cells, memory-like NK cells and allo-reactive NK cells---need to be properly coordinated and adapted to the different pathological conditions. Thus, a major effort needs to be made in the future to identify the mechanisms of resistance in different contexts in order to devise effective therapeutic combinations, optimize schedules and procedures, and improve efficacy.
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![Resistance to natural killer (NK) cell-mediated immunotherapy. The genetic background that modulates the biology of NK cells, the resistance of cancer cells to apoptosis, and the complex interaction between the tumor and its microenvironment with the immune system---a process known as immunoediting, which may reduce the cancer's immunogenicity, thus promoting immunosuppression---are crucial factors of tumor resistance to NK cell-based therapies.](cancers-12-00893-g001){#cancers-12-00893-f001}
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Resistance to natural killer (NK) cell-based therapy.

  ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
  Mechanisms                     Therapy                                                  Main Resistance Mechanisms                                               Overcoming Resistance
  ------------------------------ -------------------------------------------------------- ------------------------------------------------------------------------ ----------------------------------------------------------
  ADCC                           MAbs                                                     \- Low NK cell numbers or activity\                                      \- Improving mAbs with increased affinity\
                                                                                          - *FCGR3A* polymorphisms\                                                - Combination with immunomodulatory drugs and cytokines\
                                                                                          - Shedding or low expression of CD16\                                    - Using multitarget BiKEs and TRiKEs\
                                                                                          - Loss or modulation of expression of the target antigen\                - Metalloproteinase inhibitors to avoid CD16 shedding\
                                                                                          - Expression of anti-apoptotic proteins by cancer cells\                 - Using pro-apoptotic drugs\
                                                                                          - Tumor microenvironment interactions\                                   - Targeting inhibitory and immunosuppressive proteins
                                                                                          - Immunosuppressive cytokines and microenvironment\                      
                                                                                          - Expression of checkpoint proteins and inhibitory receptors             

  Missing-self recognition       HSTC allogenic NK cell transfer                          \- KIR/HLA repertoire\                                                   \- Activation and expansion of NK cells\
                                                                                          - Presence of specific inhibitory KIR genes\                             - Using allogenic HSTC\
                                                                                          - Increased expression of non-classical MHC class I molecules\           - Using anti-KIR antibodies
                                                                                          - Short lifespan (adoptive transfer)\                                    
                                                                                          - Poor persistence and trafficking (adoptive transfer)                   

  Activating receptors           NK cell transfer Immuno-modulatory drugs and cytokines   \- Downregulation of activating receptors or ligands\                    \- Activation and expansion of NK cells\
                                                                                          - Increased expression of checkpoint proteins and inhibitory proteins\   - Induction of NKG2D ligand expression\
                                                                                          - Expression of anti-apoptotic proteins by cancer cells\                 - Using pro-apoptotic drugs\
                                                                                          - Tumor microenvironment interactions\                                   - Targeting inhibitory and immunosuppressive proteins\
                                                                                          - Immunosuppressive cytokines and microenvironment\                      - Using NK cell lines (i.e., NK-92)\
                                                                                          - Short lifespan (adoptive transfer)\                                    - Therapy with NKG2D CAR-NK cells
                                                                                          - Poor persistence and trafficking (adoptive transfer)                   

  Chimeric antigenic receptors   CAR-NK cells                                             \- Short lifespan\                                                       \- IL-15-expressing CAR-NK cells\
                                                                                          - Poor activation, persistence and trafficking                           - Using NK-92 cells as carriers\
                                                                                                                                                                   - Combination with mAbs
  ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
